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Protect Your Therapeutic from Immune System Response

The FDA has suggested that protein therapeutics developers assess and manage unwanted immunogenicity. DeFT™ is cost

effective and highly accurate in establishing and eliminating the immunogenic risks hidden within your protein therapeutic

or biologic. Our deimmunization strategy is focused on the identification and elimination of T-cell epitopes contained within

your candidate sequence.
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EpiMatrix Protein Immunogenicity Report

How Immunogenic Is That Sequence?

&
i, Clustimer examines a protein sequence and its epitopes and defines those areas
o
e % o that are most dense with epitopes in a given segment. With Clustimer, we are
I able to locate the most immunogenic regions and prioritize deimmunization.
Low Immunogenicity High Immunogenicity
When Functional Regions are Immunogenic Targeted Amino Acid Modification

EpiMatrix and Clustimer provide critical immunogenic data about your protein
therapeutic. In cases where functional sequences are also immunogenic, we
identify key amino acid residues that are crucial to MHC binding. Minimal
modification of a few non-functional amino acid residues may be all that is

needed to protect your effective therapeutic from an immune response.
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*Font Size of Each Amino Acid Reflects its Individual Contribution to the Binding of
the Cluster Averaged Across Eight Alleles and for Each Possible Position in the MHC



DeFT™

Fast, Cost-Effective
Reengineering

Working with your protein engineers
we recommend deimmunized analogs
to immunogenic sequences that will
have minimal effect on 3D structure

and functionality.

In Vivo Confirmation

We are equipped to test your original protein and its deimmunized analog for
immunogenicity in transgenic mice expressing human MHC molecules. This is an

inexpensive and reliable alternative to a premature return to Phase | Trials.

Contact EpiVax Today for More Information
At EpiVax we understand the scientific, financial and regulatory challenges faced

by developers of biological therapeutics because we are in the same business.

We have built our reputation by delivering accurate information within tight
timeframes to today’s industry leaders. DeFT is a proven life-saver to functional

therapeutics that would otherwise never survive Clinical Trials.
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In Vitro Confirmation

We have developed a suite of the most sensitive and specific recombinant
soluble MHC Il binding assays available on the market. If exposed blood
samples are available, we offer T-cell restimulation assays (ELISpot) to confirm
the immunogenicity of sample sequences and the deimmunization of their

sequence analogs.

Contact EpiVax today for more
information on how DeFT
can serve your therapeutic

development goals.
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